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<210> 1 
<211> 19 
<212> DNA 

<213> artificial sequence 
<220> 

<223> 1 description of the artificial sequence:primer HsgAl 

<400> 1 

aaggtgtcaa tyatgtttg 19 



<210> 2 
<211> 14 
<212> DNA 

<213> artificial sequence 
<220> 

<223> : description of the artificial sequence: primer HsgA2 



<400> 2 

acggttactt kttt 14 



<210> 3 
<211> 18 
<212> DNA 
<213> * 



artificial sequence 



<220> 



<223> jdescription of the artificial sequence: primer HsgBl 



<400> 3 

tctattccct acctggat 



ie 



<210> 4 
<211> 11 
<212> DNA 
<213> 

artificial sequence 
<220> . . ; . _ ■ 

<223> , description of the artificial sequence; primer HsgB2 

<400> A 



BEST AVAILABLE COPY 



actcttaacg gcagtag 



17 



<210> 5 
<211> 32 
<212> DNA 
<213> 



artificial sequence 



<220> 



<223> description of the artificial sequence: primer ADElBgl2S 



<400> 5 

gaagatcttt atagatggaa tggtgccaac at 



32 



<210> 6 
<211> 31 
<212> DNA 
<213> 



artificial sequence 



<220> 

<223> description ofthe artificial sequence: primer ADElHi3AS 

<400> 6 



<223> description ofthe artificial sequence: primer HsgCl 



<400> 7 

acctttgact cttctgt 



<210> 8 

<211> 17 

<212> DNA 

<213> artificial sequence 

<220> „ 

< 2 2 3 > description ofthe artificial sequence: primer nsg^ 

<400> 8 

tccttgtatr tagtatc 



<210> 9 
<211> IB 
<212> DNA 

<213> i artificial sequence 



cccaagctta aaactcttct cgctggcagc c 



31 



<210> 7 
<211> 17 
<212> DNA 
<213> 



artificial sequence 



<220> 




<400> 9 

ccaccacgtt cgactcct 



18 



<210> 10 
<211> 17 
<212> DNA 

< 2 1 3 > artificial sequence 
<220> 

<223> description of the artificial sequence: primer HsgD2 

<400> 10 

aggtagccgg tgaagcc 



<210> 11 

<211> 18 

<212> DNA 

< 2 1 3 > artificial sequence 

<220> . 

<2 2 3 > description of the artificial sequence: primer HsgEl 

<400> 11 

gactcttccg tcagctgg 



<210> 12 
<211> 17 
<212> DNA 

< 2 1 3 > artificial sequence 

<2 2 3> description of the artificial sequence: primer HsgE2 

<400> 12 

gctggtaacg gcgctct 



<210> 13 
<211> 17 
<212> DNA 
<213> 

artificial sequence 
<223> description of the artificial sequence: primer HsgFl 

<400> 13 

atttctattc crtcgcg 



<210> 14 

<211> 17 

<212> DNA 

<213> artificial sequence 

<223> description of the artificial sequence: primer HsgF2 



<400> 14 

tcaggcutgg tacggcc 



1 



<210> 15 

<211> 430 

<212> DNA 

<213> Adenovirus: 



<400> 15 
ggcaccttt t 



isolate X765551Ko 



accttaacca cactttcaag aaggtctcca tcatgtttga 

agctggcctg gcaatgacag gctgttgagc ccaaatgagt ttgaaatcaa 

gacggggaag ggtacaatgt ggcccaatgt aacatgacca aagactggtt 

atgcttgcca actacaacat tggctaccag ggcttttaca tccctgaggg 

cgcatgtact cctttttcag aaacttccag cctatgagca ggcaggtggt 

aattacactg actacaaagc cgtcacctta ccataccaac acaacaactc 

gggtatcttg cacctactat gagacaaggg gaaccttacc cagccaatta 
ctcatcggaa 



ctcctcagtc 60 
gcgcactgtg 120 
cctggttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 
430 



<210> 16 

<211> 430 

<212> DNA 

<213> Adenovirus: 



isolate M2-3s 



<400> 16 

ggcaccttt c 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtatcttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
ggtacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcccaatgt 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccataccaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 
gcgcactgtg 
cctggttcag 
atacaaggat 
tgatgaggtt 
tggctttgta 
tccatacccg 



60 

120 

190 

240 

300 

360 

420 

430 



<210> 17 

<211> 430 

<212> DNA 

<213> Adenovirus: 



isolate M7-ls 



<400> 17 

ggcaccttct 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtaccttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
gatacaacgt 
actacaacat 
cttttttcag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcacaatgc 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccataccaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctagttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 



<210> 18 
<211> 430 
<212> DNA 

<213> Adenovirus: isolate M8-2s 




aaTtacactg ^-:ic;;; g c cgtcacctta ccataccaac acaacaactc tggctttgta 360 
gggtaccttg cacctacJt gagacaaggg, gaaccttacc cggccaatta tccatacccg 420 



Ctcatcggaa 



<210> 19 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate X76555 IKo 

<400> 19 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser lie Met Phe 
15 10 15 

Asp Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 



20 



25 



Glu Phe Glu lie Lys Arg Thr Val Asp Gly Glii Gly Tyr Asn Val Ala 



35 



40 



Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Va 
50 55 

Tyr Asn He Gly Tyr Gin Gly Phe Tyr lie Pro 
65 10 



30 



1 



45 

Gin Met Leu Ala Asn 
60 

Glu Gly Tyr Lys Asp 
80 



Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 



85 



90 



Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 



100 



105 



Lys His Asn Asn Ser Gly Phe Val Gly Tyr Levi Ala Pro Thr Met Arg 



115 



:20 



95 



110 



125 



Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu He Gly 
130 135 140 



<210> 20 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M2-3s 

<400> 20 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser He Met Phe 
15 10 15 

Asp Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 



20 



25 



30 



Glu Phe Glu He Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 



35 



40 



45 



Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 ! 60 



Tyr Asn He Gly Tyr Gin Gly ?he Tyr lie Pro Glu Gly Tyr Lys Asp 
65 70 75 80 



Arg Met Ty 



t Tyr Ser Phe Phe Arg Asn Phe Gin Poo Met Ser Arg Gin val 



95 



85 90 
Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 



100 105 110 

Lys His Asn Asn Ser Gly Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 120 125 

Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu lie Gly 
130 135 140 



<210> 21 
<211> 143 
<212> PRT 

<213> Adenovirus; isolate M7- Is 

<400> 21 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Ly3 Val Ser lie Met Phe 
15 10 15 

Asp Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 30 

Glu Phe Glu lie Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 
35 40 45 

Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 

Tyr Asn lie Gly Tyr Gin Gly Phe Tyr He Pro Glu Gly Tyr Lys Asp 
65 70 75 80 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 
85 90 95 

Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 105 110 

Lys His Asn Asn Ser Gly Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 120 125 

Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu He Gly 
130 135 140 



<210> 22 
<211> 143 
<212> PRT 

<213> Adenovirus; isolate M8-2s 

<400> 22 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser He Met Phe 
1 5 10 15 

Asp Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 30 

Glu Phe Glu He Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 
35 40 45 

Gin Cys Asn Mez Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 



Tyr Asn He Gly Tyr Gin Gly Phe Tyr He Pro Glu Gly Tyr Lys Asp 
65 70 ' 75 80 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Thr Ser Arg Gin Val 
85 90 95 

Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 105 110 

Lys His Asn Asn Ser Gly Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 120 125 



Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu lie Gly 
130 135 140 



<210> 23 

<211> 430 

<212> DNA 

<213> Adenovirus: 



isolate AF065068Ko 



<400> 23 

ggcacttttt 

agctggcctg 

gatggggaag 

argcttgcca 

cgcatgtact 

aattacactg 

ggataccttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
gatacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cgcctactat 



cactttcaag 
gctgttg^ct 
ggcccaa-gc 
tggctaccag 
aaacttccag 
cgtcaccita 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccatatcaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctggttcag 160 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 
430 



<210> 24 

<211> 430 

<212> DNA 

<213> Adenovirus; 



isolate M6-ls 



<400> 24 

ggcacctttt 

agctggcctg 

gatggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

ggataccttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
gatacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cgcctactat 



cactttcsag 
gctgttg.ct 
ggcccaazgc 
tggctaccag 
aaacttccag 
cgtcacczta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccatatcaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctggttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 
430 



<210> 25 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate AF065068Ko 

G^hrSh. Tyr Leu Asn His Thr Phe Lys Lys Val Ser He Met Phe 

Asp Ser Ser Val Ser Trp Pro G^y Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 

Glu Phe Glu He Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 



35 



40 



45 



Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 

Tyr Asn lie Gly Tyr Lys Gly Phe Tyr lie Pro Glu Gly Tyr Lys Asp 
65 70 75 80 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 
85 90 95 

Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 105 110 

Lys His Asn Asn Ser Gly Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 120 125 

Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu lie Gly 
130 135 140 



<210> 26 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M6- Is 

<400> 26 

Glv Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser He Met Phe 
15 10 15 

Asp Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 30 

Glu Phe Glu He Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 
35 40 45 

Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 ^O 

Tyr Asn lie Gly Tyr Lys Gly Phe Tyr He Pro Glu Gly Tyr Lys Asp 
65 ™ 75 80 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 



85 



Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 10 5 

Lys His Asn Asn Ser Gly Phe v.l Gly Tyr Leu AU Pro Thr Met Arg 

115 120 

^ o twv Pro Ala Asn Tyr Pro Tyr Pro Leu He Gly 

Gin Gly Glu Pro Tyr Pro Ala Asn iyr jt ^ 

130 135 



<210> 27 
<2H> 430 
<212> ONA 



<212> dna isolate AF065065KO 

<213> Adenovirus: isolate atuoj 



^aUict .c«t..cc. cacttccaa* ..««tcc. tc.ig.tig. ctcctcagtc 60 



agctggcctg 
gacggggaag 
atgcttgcca 
cgcatgtact 
aattacactg 
gggtatcttg 
ctcatcggaa 



gcaatgacag 
ggtacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cacctactat 



gctgttgagc 
ggcccaatgt 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



ccaaatgagt 
aaca igacca 
ggctttcaca 
cctatgagca 
ccataccaac 
gaaccttacc 



<210> 2B 

<211> 430 

<212> DNA " 

<213> Adenovirus: 



isolate M3.3P-2 



<400> 28 

ggcacctt tt 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtatcttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
ggtacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcccanngt 
tggctaccag 
aaacttccag 
cggcacctta 
gagacaaggg 



ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



gcgcactgtg 120 
cctggttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 
* 430 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 



ccat 
gaac 



accaac 
;ttacc 



<210> 29 

<211> 43C 

<212> DNA 

<213> Adenovirus: 



isolate M5-ls 



<400> 29 

ggcacctt tt 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtatcttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
ggtacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcccaatgt 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tncctgaggg 
ggcaggtggc 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctggttcag 180 
atacaaggat 240 
tgatgaggnt 300 
tggctttgta 360 
tccatacccg 420 
430 



aaggtctcca 
ccaaatgagt 
aacaitgacca 
ggcttttaca 
cctajtgagca 
ccatiaccaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctggttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 
430 



<210> 30 

<2U> 430 

<212> DNA 

<213> Adenovirus: 



isolate M9-2s 



<400> 30 

ggcaccttct 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtaccttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
gatacaacgt 
actacaacat 
cttttttcag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcacaatgc 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccataccaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctagttcag 100 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 
0 30 



<210> 31 
<211> 1<3 
<212> PRT 



<213> Adenovirus: isolate AF065 065 Ko 



<400> 31 
Gly Thr Phe Tyr 
1 

Asp Ser Ser Val 
20 

Glu Phe Glu lie 
35 

Gin Cys Asn Met 
50 

Tyr Asn He Gly 
65 

Arg Met Tyr Ser 



Val Asp Glu Val 
100 

Gin His Asn Asn 
115 

Gin Gly Glu Fro 
130 



Leu Asn His Thr 
5 

Ser Trp Pro Gly 



Lys Arg Thr Val 
40 

Thr Lys Asp Trp 
55 

Tyr Gin Gly Phe 
70 

Phe Phe Arg Asn 
85 

Asn Tyr Thr Asp 



Ser Gly Phe Val 
120 

Tyr Pro Ala Asn 
135 



Phe Lys Lys Val 
10 

Asn Asp Arg Leu 
25 

Asp Gly Glu Gly 



Phe Leu Val Gin 
60 

Tyr lie Pro Glu 

15 



Phe Gin Pro Met 
90 

Tyr Lys Ala Val 

105 

Gly Tyr Leu Ala 



Tyr Pro Tyr Pro 
140 



Ser He Met Phe 
15 

Leu Ser Pro Asn 
30 

Tyr Asn Val Ala 
45 



Met Leu Ala Asn 



Gly Tyr Lys Asp 
80 

Ser Arg Gin Val 
95 

Thr Leu Pro Tyr 
110 

Pro Thr Met Arg 

125 

Leu He Gly 



<210> 32 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M3-3p 

* <400> 32 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser He Met Phe 
1.5 1° 15 

Aso Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 30 

Glu Phe Glu lie Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 

35 40 45 

Xaa Xaa Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 



Tyr Asn lie Gly Tyr Gin Gly Phe Tyr Xaa Pro Glu Gly Tyr Lys Asp 

65 70 
Arg Me. Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 

85 90 

A1 . A S o Glu Xaa Asn Tyr Thr Asp Tyr Lys Ala Gly Thr Leu Pro Tyr 
100 1U 

* „ cis, Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 

Gin His Asn Asn Ser Gly Phe w » y y ^ 

115 120 
Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu lie Gly 



130 135 140 



<210> 33 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M5-ls 
<400> 33 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser lie Met Phe 
15 10 15 

Asp Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 30 

Glu Phe Glu lie Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 
35 40 45 

Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 

Tyr Asn lie Gly Tyr Gin Gly Phe Tyr lie Pro Glu Gly Tyr Lys Asp 
65 70 75 00 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 
85 90 95 

Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 105 HO 

Gin His Asn Asn Ser Gly Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 120 125 

Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu He Gly 
130 135 140 



<210> 34 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M9-2S 

cly^hr'phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser He Met Phe 



1 



5 



Asp Ser Ser Val Ser Trp Pro Gly A« Asp Ar g Leu Leu Ser Pro Asn 

20 25 



Glu Phs „« II. Lys Ar g Thr ».l A.P Sly «. Gly Tyr A S „ Val «. 

35 4U 

Tm Phe Leu Val Gin Met Leu Ala Asn 
Gin Cys Asn Met Thr Lys Asp Trp Phe Leu ^ 

50 53 
Ty r «. U= Gly Tyr CI- Oly »» T yr He Pro Clu Gly Tyr Ly. Mp 

Z N« Tyr S=r P*= «» «. A S n Ph. Gl» ... »« «* ^ % ^ 



Si 30 



100 



105 



110 



Gin His Asn Asn 
115 



Gin Gly Glu Pro 
130 



Ser Gly Phe Val 
120 



Tyr Pro Ala Asn 
135 



Gly Tyr Leu Ala 

Tyr Pro Tyr Pro 
140 



Pro Thr Met Arg 
125 

Leu lie Gly 



<210> 35 
<211> 430 
<212> DNA 
<213> Adenovirus: 



isolate M2-3s 



<400> 35 

ggcacctttt 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtatcttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
ggtacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcccaatgt 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccataccaac 
gaaccctacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctggttcag 1B0 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 4 20 
430 



<210> 36 
<211> 430 
<212> DNA 
<213> Adenovirus: 



isolate M5-ls 



<400> 36 

ggcaCCttt' 

agctggcctg 
gacggggaag 
atgcttgcca 
cgcatgtact 
aattacactg 
gggtatcttg 
ctcatcggaa 



accttaacca 
gcaatgacag 
ggtacaatgt 
actacaacat 
cctttttcag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcccaatgt 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccataccaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctggttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 



<210> 37 

<211> 430 

<212> DNA 

<213> Adenovirus : 

<400> 37 

ggcacctttt accttaacca 
agctggcctg gcaatgacag 
gatggggaag gatacaatgt 
atgcttgcca actacaacat 
cgcatgtact cctttttcag 
aattacactg actacaaagc 
ggataccttg cgcctactat 
ctcatcggaa 



isolate M6- Is 



cactttcaag aaggtctcca 
gctgttgtct ccaaatgagt 
ggcccaatgc aacatgacca 
tggctaccag ggcttttaca 
aaacttccag cctatgagca 
cgtcacctta ccatatcaac 
gagacaaggg gaaccttacc 



tcatgtttga ctcctcagtc 60 
ttgaaatcaa gcgcactgtg 120 
aagactggtt cctggttcag 180 
tccctgaggg atacaaggat 240 
ggcaggtggt tgatgaggtt 300 
acaacaactc tggctttgta 360 
cagccaatta tccatacccg 420 



<210> 38 4 
<211> 430 

<212> DNA . WaM7 i. 

<213> Adenovirus: isolate M7-ls 



^ 



<400> 38 

ggcaccttct accttaacca cactttcaag aaggtctcca tcatgtttga ctcctcagtc 60 

agctggcctg gcaatgacag gctgttgagc ccaaatgagt ttgaaatcaa gcgcactgtg 120 

gacggggaag gatacaacgt ggcacaatgc aacatgacca aagactggtt cctagttcag 180 

atgcttgcca actacaacat tggctaccag ggcttttaca tccctgaggg atacaaggat 240 

cgcatgtact cttttttcag aaacttccag cctatgagca ggcaggtggt tgatgaggtt 300 

aattacactg actacaaagc cgtcacctta ccataccaac acaacaactc tggctttgta 360 

gggtaccttg cacctactat gagacaaggg gaaccttacc cagccaatta tccatacccg 420 
ctcatcggaa 



<210> 39 

<211> 430 

<212> DNA 

<213> Adenovirus: 



isolate M8-2s 



<400> 39 

ggcaccttct 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtaccttg 

ctcatcggaa 



acct 
gcaa 
gata 
acta 
cttt 
acta 
cacc 



taacca 
tgacag 
caacgt 
caacat 
tttcag 
caaagc 
tactat 



cactttcaag 
gctgttgagc 
ggcacaatgc 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctacgagca 
ccataccaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cggccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctagttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 



<210> 40 

<211> 430 

<212> DNA 

<213> Adenovirus: 



isolate M9-2s 



<400> 40 

ggcaccttct 

agctggcctg 

gacggggaag 

atgcttgcca 

cgcatgtact 

aattacactg 

gggtaccttg 

ctcatcggaa 



accttaacca 
gcaatgacag 
gatacaacgt 
actacaacat 
cttttt-cag 
actacaaagc 
cacctactat 



cactttcaag 
gctgttgagc 
ggcacaatgc 
tggctaccag 
aaacttccag 
cgtcacctta 
gagacaaggg 



aaggtctcca 
ccaaatgagt 
aacatgacca 
ggcttttaca 
cctatgagca 
ccataccaac 
gaaccttacc 



tcatgtttga 
ttgaaatcaa 
aagactggtt 
tccctgaggg 
ggcaggtggt 
acaacaactc 
cagccaatta 



ctcctcagtc 60 
gcgcactgtg 120 
cctagttcag 180 
atacaaggat 240 
tgatgaggtt 300 
tggctttgta 360 
tccatacccg 420 



<210> 41 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M2-3s 



T»« L.U ». Hi* T„r P»« Ly» Ly. Val s« U. H« «» 



<400> 41 

-y 
i 

r> ~ r^^r A«;n Asd Ara Leu Leu Ser Pro Asn 
Asp Ser Ser Val Ser Trp Pro Gly Asn Asp arg u ^ 

20 zo 

«i» b- «i. n« -y. «. v =i Gly Glu 01y T $I 731 

35 4U 

M r -. r Lvs asp Trp Phe Leu Val Gin Met Leu Ala Asn 
Gin Cys Asn Met -nr Lys Asp r P ^ 

50 " 

~. - n rt riv Pne Tvr He Pro Glu Gly Tyr Lys Asp 
Tyr Asn He Gly -yr Gin Gly Pne iyr x ^ 8Q 

65 70 



Arg Met Tyr Ser Phe 
B5 

Val Asp Glu Val Asn 
100 

Lys His Asn Asn Ser 
115 



Gin Gly Glu Pro Tyr 
130 



Phe Arg Asn Phe Gin Pro 
90 

Tyr Thr Asp Tyr Lys Ala 
105 

Gly Phe Val Gly Tyr Leu 
120 

Pro Ala Asn Tyr Pro Tyr 
135 



Met Ser Arg Gin Val 
95 

Val Thr Leu Pro Tyr 
110 

Ala Pro Thr Met Arg 
125 

Pro Leu lie Gly 
140 



<210> 42 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M5-ls 

<400> 42 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser lie Met Phe 
15 10 15 

Asp Ser Ser Val Ser Tro Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 
20 * 25 30 

Glu Phe Glu lie Lys Arc Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 
35 " 40 45 

Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 

Tyr Asn He Gly Tyr Glr. Gly Phe Tyr lie Pro Glu Gly Tyr Lys Asp 
65 70 75 80 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 
95 90 95 

Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 1° 5 110 

Lys His Asn Asn Ser Glv Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 " 120 125 

Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu lie Gly 
130 135 1^0 



<210> 43 

<211> 143 

< 2 1 2 > PRT 

i <213> Adenovirus: isolate M6-ls 

G^Thr^e Tyr Leu A,n His Thr Phe Lys Lys Val Ser He Met Phe 

• 5 1° 

Asp Ser Ser Val S.r Trp Pro Gly Asn Asp Arg Leu Leu Ser Pre Asn 

20 25 

Glu Phe Glu lie Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 
35 40 45 



Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 

Tyr Asn lie Gly Tyr Gin Gly Phe Tyr lie Pro Glu Gly Tyr Lys Asp 
65 70 -75 80 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 
65 90 95 

Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 105 110 

Lys His Asn Asn Ser Gly Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 120 125 

Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu lie Gly 
130 135 140 



<210> 44 
<211> 143 
<212> PRT 

<213> Adenovirus; isolate M7-ls 



<400> 44 

Gly Thr Phe Tyr Leu 
1 5 

Asp Ser Ser Val Ser 
20 

Glu Phe Glu lie Lys 
35 

Gin Cys Asn Met Thr 
50 

Tyr Asn lie Gly Tyr 
65 

Arg Met Tyr Ser Phe 
85 

Val Asp Glu Val Asn 
100 

Lys His Asn Asn Ser 
115 

Gin Gly Glu Pro Tyr 
130 



Asn His Thr Phe Lys Lys 
10 



Trp Pro Gly Asn Asp Arg 
25 



Arg Thr Val Asp Gly Glu 

40 



Lvs Asp Trp Phe Leu Val 
55 



Gin Gly Phe Tyr He Pro 
70 75 



Phe Arg Asn Phe Gin Pro 
90 



Tyr Thr Asp Tyr Lys Ala 
105 



Gly Phe Val Gly Tyr Leu 
120 



Pro Ala Asn Tyr Pro Tyr 
135 



Val Ser lie Met Phe 
15 

Leu Leu Ser Pro Asn 
30 

Gly Tyr Asn Val Ala 
45 

Gin Met Leu Ala Asn 
60 

Glu Gly Tyr Lys Asp ■ 
80 



Met Ser Arg Gin Val 
95 

Val Thr Leu Pro Tyr 
110 

Ala Pro Thr Met Arg 
125 

Pro Leu He Gly 
140 



<210> 45 
<2H> 143 
<£212> PRT 

<213> Adenovirus: isolate M 8 -is 

G 4 l5°?h 4 r 5 phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser lie Met Phe 

5 10 " 



Asp Ser Ser Val Ser Trp Pro Gly Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 30 

Glu Phe Glu lie Lys Arg Thr Val Asp Gly Glu Gly Tyr Asn Val Ala 
35 40 45 

Gin Cys Asn Met Thr Lys Asp Trp Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 

Tyr Asn lie Gly Tyr Gin Gly Phe Tyr He Pro Glu Gly Tyr Lys Asp 
65 70 75 BO 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Thr Ser Arg Gin Val 
85 90 95 

Val Asp Glu Val Asn Tyr Thr Asp Tyr Lys Ala Val Thr Leu Pro Tyr 
100 " 105 110 

Lys His Asn Asn Ser Gly Phe Val Gly Tyr Leu Ala Pro Thr Met Arg 
115 ' 120 125 

Gin Gly Glu Pro Tyr Pro Ala Asn Tyr Pro Tyr Pro Leu lie Gly 
130 135 110 



<210> 46 
<211> 143 
<212> PRT 

<213> Adenovirus: isolate M9-2s 

<400> 46 

Gly Thr Phe Tyr Leu Asn His Thr Phe Lys Lys Val Ser He Met Phe 
15 10 15 

Asp Ser Ser Val Ser Trp Pro Glv Asn Asp Arg Leu Leu Ser Pro Asn 
20 25 30 

J Glu Phe Glu He Lys Arg Thr V=l Asp Gly Glu Gly Tyr Asn Val Ala 
35 -10 45 

Gin Cys Asn Met Thr Lys Asp Tro Phe Leu Val Gin Met Leu Ala Asn 
50 55 60 

Tyr Asn He Gly Tyr Gin Gly Phe Tyr He Pro Glu Gly Tyr Lys Asp 
65 70 75 80 

Arg Met Tyr Ser Phe Phe Arg Asn Phe Gin Pro Met Ser Arg Gin Val 



85 



90 



Val Asp Glu 



Val 
100 



sn Tyr Thr 



As? Tyr Lys Ala Val Thr Leu Pro Tyr 




Lys His Asn 



115 



Asn 



Ser Gly Phe 



Val Gly Tyr Leu Ala Pro Thr Met Arg 
120 125 



Gin Gly Glu 
130 



Pro 



Tyr Pro Ala 
135 



Asn Tyr Pro Tyr Pro Leu He Gly 
140 



<210> 47 
<211> 720 
<212> DNA 
<213> Adenovirus 

< 2 2 3 > Promoter sequence of the adenoviral protein E 1 A 
(as shown in fig. 5) 



<400> 47 

ctctctatat 

aaaagtgcgc 

cgtgggaaaa 

tgacgtaaaa 

aggatatgag 

gaatgaggaa 

gggccgagta 

rmticcgcgta 

atttaaacct 

tcctccgcgc 

aggagattat 

tgggagacga 



aatatacctt 
gctgzgtggi 
tgacgcgact 
ggaggigtgg 
gtagctttgg 
gtgaat ttct 
gaccctgacc 
cggtgLcaaa 
gacgagntcc 
cgcaagtcag 
ctccagtgag 
cccggaaccg 



atagatggaa 
gattggctgt 
tacgtgggag 
uttgaacacg 
gcggatgcaa 
gagtcatccc 
gtttacgtgg 
gtcctgtgtt 
gtcaagaggc 
ttctgcgctt 
accgggatcg 
ccagtgcagc 



tggtgccaac 
ggggtgaatg 
gagttatgtt 
gaagcagaca 
gtgaaaattc 
gcggr tatga 
aggtttcgat 
tttacgtagg 
cactcttgag 
tgaaaatgag 
aaatactgga 
cttttga tec 



atgtaaatga 
actaacatgg 
gcaagttatt 
gttutcccac 
tccattttcg 
cagggtggag 
taccgtgttt 
tgccagctga 
tgecagegag 
acacctgcgc 
gtttgtggta 
acctacgctg 



ggtaatttaa 
geggggegge 
gcggtaaatg 
gcttactggt 
cgegaaaact 
tatttgeega 
ttcacctaaa 
tegctagggt 
aagagttttc 
ttcctgccac 
aataccctaa 
cacgatctgc 



60 

120 

1B0 

240 

300 

360 

420 

460 

540 

600 

660 

720 
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